High Content Analysis of a Robust 384-Well Cell Migration Assay
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multiplexed cell-by-cell analysis. The segmented images and associated data
generated by the ImageXpress Velos were imported into FCS Express 4 Image
Cytometry.

HT1080-9k/well and HUVEC cells exhibited the greatest decrease of cells in both
outer and middle zone gates over the titration series indicating inhibition of
migration. HT-1080-5k/well and MDA-MB-231 cells showed a less dramatic
inhibition. Migration rate was determined to be a factor of both cell type and
seeding density.

Conclusions

Oris Pro 384 Cell Migration Assays are easy to use, robust and fully automatable
while providing real-time visibility of cells and cellular response to treatment
with migration inhibitors.
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Following fixation and staining, the
Velos (Fig. 2a) provided high speed
acquisition of images and assay
data (Fig. 2b-2e). Raw images
were acquired at 5x5 um resolution TR
using a 488 nm laser and 510-540 nm ™
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